Dr Swarkar Sharma, Ph.D., PDF-USA

1. Teaching Experience in Years 4 years

2. Research Experience in Years 14 years

3. Work Experience in Years >8 years

6. Area of Specialization Human Genetics
8. Number of Publications in Conferences >20

9. Patents 4 in Process

10. No. of PG Projects Guided 17

11. No. of Doctorate Students Guided/Guiding 5

12. Number of Publications in International 30

reputed Journal (list below)

Specialization: Ph.D. in Human Genetics, Fellow in Molecular Genetics, TSRH and NIH

USA.

Research Interests: Human Genetics, Evolution and Phylogenetics, Genomics, Molecular
biology and Genetics of Rare Human Disorders and Complex Genetic Diseases.

Honorary Awards:

Russel A. Hibbs Basic Science Award 2012, by Scoliosis Research Society, USA

John S. Appelton Spine Research Award 2009 by Texas Scottish Rite Hospital, Dallas, USA
Enlisted amongst Leading Health Professionals of the World (2014) by International
Biographical Centre, Cambridge, UK for contribution in Medical Genetics.

Group nominated for Russel A. Hibbs Basic Science Award 2014, by Scoliosis Research

Society, USA




Projects:

1. Mentor for DST Govt. of India SERB N-PDF Project “Phenotypic and molecular
characterization of intellectual disability among highly consanguineous human
population” to Dr. Mohd. Fareed (2017-2019)

2. Mentor for DST Govt. of India WOS-A Project DST “Genetics of Gastric Carcinoma
in Ethnic Population of Kashmir” to Ms Ruch Shah (2016-2019)

3. DST Govt. of India Start up research Grant to Young Scientists “Genetic
perspectives of Type 2 Diabetes susceptibility in population group of Jammu and
Kashmir, India” (October 2014-October 2017).

4. National Geographic Society, USA Grant under Human Genographic Project
“Genetic Diversity and Evolutionary Perspectives in Population Groups of Jammu
and Kashmir” (Grantee Since Jan 2014)

5. Completed UGC Govt. Of India Startup Grant “Human Genetic Diversity and
Evolutionary Perspectives of Type 2 Diabetes Susceptibility in Indian
Populations” [May 2013-May 2015]

6. Completed Postdoctoral Research Project at Texas Scottish Rite hospital, Dallas,
Texas, USA by National Institute of Health, USA and Texas Scottish Rite Hospital,
USA [May 2008 - Nov 2012]

7. Completed CSIR SRF Project at Guru Nanak Dev University, Amritsar [2006-2008]

List of Scientific Communications and Other Database Submissions:
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Book Chapters:
1. Wise CA, Sharma S (2010) Current Understanding of Genetic Factors in
Idiopathic Scoliosis (in) The Genetics and Development of Scoliosis (eds) Kusumi
K, Dunwoodie SL, Springer, USA ISBN: 978-1-4419-1405-7
2. Wise CA, Sharma S (2011) Genetics (in) Orthopaedic Knowledge Update
Pediatrics 4 (eds). Song KM (Section eds) Kim HK, American Academy of
Orthopaedic Surgeons, USA ISBN: 978-0-8920-3643-1

Database submissions

1. NCBI Gene bank submissions: Human Complete mtDNA sequences maternal
Haplogroup U2 from Jammu and Kashmir, India: KU178917, KU178918,
KU178919, KU178920, KU178921, KU178922, KU178923, KU178924,
KU178925.

2. NCBI Gene bank submissions: Human Complete mtDNA sequences maternal
Haplogroup U7 from Jammu and Kashmir India: KU178926, KU178927,
KU178928, KU178929, KU178930, KU178931.

3. NCBI Gene bank submissions: 16S RNA sequences of Bacterial Strains: Bacillus
subtilis and Geobacillus thermoparaffinivorans. Accession nos: KT985358 and
KT985359

4. NCBI dbSNP submissions (BUILD 127): ss60197955 (rs41315531), ss60197956
(rs41296860): IL-10 Promotor region polymorphisms (-3486A & -3487G) in
Indian population group.




5. NCBI dbSNP submissions (BUILD 127): ss65713825 (rs41352448): Y-haplogroup
Q lineage present in Indian population.

6. NCBI dbSNP submissions (BUILD 127): ss65917443: Novel polymorphism in the
5'utr region of Human SIRT1 gene (at position -863), probably a HNF-1lalpha
(Hepatocyte Nuclear Factor 1alpha) binding site.

7. NCBI Gene bank submissions: Accession no: AY642000 to AY642023 (24
Submissions). Novel mutations detected in mtDNA HVR II from individuals of
different Indian Populations.

8. NCBI Gene bank submissions: Accession no: AC624759 (from Y chromosome),
AC624527, AC624749, AC631482, AC631472, AC630968 and AY642024 to
AY642033. Novel mutations detected in mtDNA HVR II from individuals of
different populations groups of Jammu and Kashmir.

Membership Academics bodies/Societies/ other Professional bodies:
* President J&K Society of Biologists, India (Formation in Process).
* Life Member International Consortium for Scoliosis Genetics (ICSG USA)
* Member National Society of Genetic Counselors, USA
* Member National Geographic Society, USA
* Member American Society of Human Genetics, USA
* Member Human Genome Organisation (HUGO), Singapore
* Life Member Indian Society of Human Genetics, India
* Life member Society for Indian Academy of Medical Genetics, India
¢ Vice-President and President Society of Human Genetics, GNDU, Amritsar (2001-
2003)



