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2014-May 2016]
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» Bhat A, Koul A, Sharma S, Rai E, Bukhari SI, Dhar MK, Bamezai RN (2007). The
possible role of 10398A and 16189C mtDNA variants in providing susceptibility
toT2D in two North Indian populations: a replicative study. Hum Genet; 120(6):
821-6.

» Sharma S, Saha A, Rai E, Bhat A, Bamezai R (2007). Human mtDNA
hypervariable regions, HVR | and Il, hint at deep common maternal founder and
subsequent maternal gene flow in Indian population groups. J Hum Genet; 50(10):
497-506.

Book chapter Published:
» Gochhait S, Malhotra D, Rai E and Bamezai RNK (2007) Automated Fluoroscence
Sequencing and Troubleshooting (In) Advanced techniques in soil Microbiology
(eds) Verma A and Oelmuller R. Springer-Verlag Berlin Heidelberg Germany.

NCBI Genbank submission:

» NCBI dbSNP submissions (BUILD 127): ss65713825 (rs41352448): Y-haplogroup Q
lineage present in Indian population.

» NCBI dbSNP submissions (BUILD 127): ss65917443: Novel polymorphism in the
5'utr region of Human SIRT1 gene (at position -863), probably a HNF-lalpha
(Hepatocyte Nuclear Factor lalpha) binding site.

» NCBI Gene bank submissions: Accession no: AY642000 to AY642023 (24
Submissions). Novel mutations detected in mtDNA HVR Il from individuals of
different Indian Populations.

Educational Qualifications

UNIVERSITY
DEGREE (Session) SUBJECTS STUDIED GRADE
B.Sc. M.L.B. Autonomous
(B.Sc Girls College (Gowt.),
S Barkatullah University Zoology, Botany and Chemistry. A
Blo_loglcal Bhopal, India.
Sciences) (1998-2001)
Biochemistry, Cell and Molecular Biology,
Applied Microbiology and Immunology,
Bigtigirr;[mggg/ogn q Biostatistics, Bioinformatics, Genetics, Tumor
M.Sc. Bioinformatics Centre, Biology and Recombinant DNA Technology,

Biochemical Engineering, Food, Industrial and A
Environmental Biotechnology, Cell and Tissue
Culture Technology, Plant and Animal
Biotechnology, Biotechnology and Business
Management

(Biotechnology)  Barkatullah University,
Bhopal, India.

(2001-2003)

Guru Nanak Dev

Ph.D. University, Amritsar Analysis of Genetic Determinants and their
(Human and NCAHG, JNU, Susceptibility to Type 2 Diabetes Mellitus in Awarded
Genetics) New Delhi Northwest Indian Populations
(2004-2008)
UGC-CSIR NET UGC-CSIR INDIA comleted
JRF (2005-2008) P
Diploma in Basic Boston’s Computer Computer fundamentals, Windows/Internet, MS
Computing and Institute, Mumbai, Office, Relational Database Management
Web Designing India. System (MS Access), SQL Prompts. Completed

2000-2001 (Part-time)

Programming Fundamentals, C Language,
HTML, DHTML, Front Page. Animation and
Imaging Software




Other Experience:

» Worked on High Throughput Next Generation Sequencing technology and data
analysis during Post-Doc from Department of Immunology, University of Texas
Southwestern Medical Center, USA.

» Worked in Center for Cellular and Molecular Biology (CCMB), Hyderabad (July
2002 — January 2003) for M.Sc. dissertation project entitled ‘Screening of Human
WDRI13 gene in transgenic mice and its Copy Number Analysis.’

» Worked as Lecturer-Biotechnology at Department of Biotechnology and
Bioinformatics Center, Barkatullah University, Bhopal (2003-2004).

» Attended the third international workshop on genetic Epidemiological and Statistical
Methods organized by TCG-ISI Centre for Population Genetics, Kolkata, India and
University of Pittsburgh, USA [4-14, January 2006].



